UniprotKB Entry name |organism [full name oglcnacscore oglcnac p 10Sphory lation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion ‘ent.loplasmlc golgi plasma extl.'acellular
1D sites sites reticulum apparatus membrane [region
P47199 QOR_MOUSE Mus Quinone 25.283125 S151;S158 (S35 37453647;34418053 [MATGQKLMRAIRVFEFGGPEVLKLQ (True False 4.756 |3.248 [2.75 2.171 0.988 2.167 2.09
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