UniprotKB Entry name |organism full oglcnacscore o_glcnac Ceg yiation by s sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma eXtI:acelll

ID name sites sites reticulum |apparatus membrane region

P47708 RP3A_MOUSE |Mus Rabphilin-|51.794464 'T334;T346(S271;S679;S680 [22517741;22645316;40885482 MTDTVVNRWMYPGDGPLQSNDKE |False False 3.301 [2.376 [1.031 1.0 1.175 3.656 1.152
musculus |3A QLQAGWSVHPGAQTDRQRKQEELT

DEEKEIINRVIARAEKMEAMEQERIG
RLVDRLETMRKNVAGDGVNRCILCG
EQLGMLGSACVVCEDCKKNVCTKC
GVETSNNRPHPVWLCKICLEQREV
WKRSGAWFFKGFPKQVLPQPMPIK
KTKPQQPAGEPATQEQPTPESRHPA
RAPARGDMEDRRPPGQKPGPDLTSA
PGRGSHGPPTRRASEARMSTAARDS
EGWDHAHGGGTGDTSRSPAGLRRA
NSVQAARPAPAPVPSPAPPQPVQPG
PPGGSRATPGPGRFPEQSTEAPPSDP
GYPGAVAPAREERTGPAGGFQAAPH
TAAPYSQAAPARQPPPAEEEEEEAN
SYDSDEATTLGALEFSLLYDQDNSN
LQCTIIRAKGLKPMDSNGLADPYVKL
HLLPGASKSNKLRTKTLRNTRNPVW
NETLQYHGITEEDMQRKTLRISVCD
EDKFGHNEFIGETRFSLKKLKANQR
KNFNICLERVIPMKRAGTTGSARGM
IALYEEEQVERIGDIEERGKILVSLMY
STQQGGLIVGIIRCVHLAAMDANGYS
DPFVKLWLKPDMGKKAKHKTQIKKK
TLNPEFNEEFFYDIKHSDLAKKSLDI
SVWDYDIGKSNDYIGGCQLGISAKG
ERLKHWYECLKNKDKKIERWHQLQ
NENHVSSD




