UniprotKB Entry name |organism full name |oglcnacscore joglcnac sites p.h osphorylation PMIDS [sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr.acellular

1D sites reticulum apparatus membrane [region

P47746 CNR1 MOUSE Mus Cannabinoid [26.088944 T378;S391;T392 (S426;5430 30016717 MKSILDGLADTTFRTITTDLLYVGSN (True True 2.116 [2.514 |[5.0 2.064 1.286 4.803 2.445
musculus |receptor 1 DIQYEDIKGDMASKLGYFPQKFPLTS

FRGSPFQEKMTAGDNSPLVPAGDTT
NITEFYNKSLSSFKENEDNIQCGEN
FMDMECFMILNPSQQLAIAVLSLTL
GTFTVLENLLVLCVILHSRSLRCRPS
YHFIGSLAVADLLGSVIFVYSFVDFH
VFHRKDSPNVFLFKLGGVTASFTAS
IVGSLFLTAIDRYISTHRPLAYKRIVTR
PKAVVAFCLMWTIAIVIAVLPLLGWN
CKKLQSVCSDIFPLIDETYLMFWIGV
TSVLLLFIVYAYMYILWKAHSHAVR
MIQRGTQKSIIIHTSEDGKVQVTRPD
QARMDIRLAKTLVLILVVLIICWGPLL
AIMVYDVFGKMNKLIKTVFAFCSML
CLLNSTVNPIIYALRSKDLRHAFRSM
FPSCEGTAQPLDNSMGDSDCLHKH
ANNTASMHRAAESCIKSTVKIAKVT
MSVSTDTSAEAL




