ALRAYVKEHYPNGVCTVYGKKIDGQ
QTIIACIESHQFQAKNFWNGRWRSE
WKFTITPSTTQVVGILKIQVHYYEDG
NVQLVSHKDIQDSLTVSNEVQTAKE
FIKIVEAAENEYQTAISENYQTMSDT
TFKALRRQLPVTRTKIDWNKILSYKI
GKEMQNA

}Jl;l iprotKB Entry name organism full loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol [nucleus [mitochndrion | . .. ic|golgi plasma ext1:ac<
name sites sites reticulum |apparatus membrane [region
P47755 CAZA2_HUMAN [Homo F-actin- [28.973327 NaN S9 39990658;40914422;40930100;386 |MADLEEQLSDEEKVRIAAKFIIHAPP [True False 4.656 [2.509 |1.397 1.376 1.056 1.814 4.266
sapiens |capping 65916 GEFNEVFNDVRLLLNNDNLLREGA
protein AHAFAQYNLDQFTPVKIEGYEDQVLI
subunit TEHGDLGNGKFLDPKNRICFKFDHL
alpha-2 RKEATDPRPCEVENAVESWRTSVET




