endoplasmic (golgi plasma extrace

}Jl;l iprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion . .
name sites sites reticulum |apparatus membrane region
P47757 CAPZB_MOUSE Mus F-actin- [47.714402 NaN S2;S263 33300544;34260942;22645316;291 |MSDQQLDCALDLMRRLPPQQIEKN |True False 4.642 [2.647 |3.201 1.257 1.029 1.598 1.347
musculus |capping 87734;24788674;21540332;362883 |LSDLIDLVPSLCEDLLSSVDQPLKIAR
protein 43;39627609 DKVVGKDYLLCDYNRDGDSYRSPW
subunit SNKYDPPLEDGAMPSARLRKLEVEA
beta NNAFDQYRDLYFEGGVSSVYLWDL

DHGFAGVILIKKAGDGSKKIKGCWD
SIHVVEVQEKSSGRTAHYKLTSTVM
LWLQTNKSGSGTMNLGGSLTRQME
KDETVSDCSPHIANIGRLVEDMENK
IRSTLNEIYFGKTKDIVNGLRSLDAIP
DNHKFKQLQRELSQVLTQRQVYIQP
DN




