
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P47791 GSHR_MOUSE Mus
musculus

Glutathione
reductase,
mitochondrial

26.461713 NaN NaN 37453647;28135057;28528544;375
07081

MALLPRALGVGAAPSLRRAARALTC
AMASPGEPQPPAPDTSSFDYLVIGG
GSGGLASARRAAELGARAAVVESHK
LGGTCVNVGCVPKKVMWNTAVHSE
FMHDHVDYGFQSCEGKFSWHVIKQ
KRDAYVSRLNTIYQNNLTKSHIEIIH
GYATFADGPRPTVEVNGKKFTAPHIL
IATGGVPTVPHESQIPGASLGITSDGF
FQLEDLPSRSVIVGAGYIAVEIAGILS
ALGSKTSLMIRHDKVLRNFDSLISSN
CTEELENAGVEVLKFTQVKEVKKTS
SGLELQVVTSVPGRKPTTTMIPDVDC
LLWAIGRDPNSKGLNLNKVGIQTDE
KGHILVDEFQNTNVKGVYAVGDVCG
KALLTPVAIAAGRKLAHRLFECKQDS
KLDYDNIPTVVFSHPPIGTVGLTEDE
AVHKYGKDNVKIYSTAFTPMYHAVT
TRKTKCVMKMVCANKEEKVVGIHM
QGIGCDEMLQGFAVAVKMGATKAD
FDNTVAIHPTSSEELVTLR

True True 4.338 3.061 5.0 2.527 1.512 5.0 2.695


