UniprotKB Entry organism [full name oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enqoplasmlc golgi plasma

ID name sites reticulum )apparatus membrane

P47860 PFKAP_RAT [Rattus ATP-dependent 6- 36.054081 NaN S2;S6;S12;521;S142;5386;T651 [18683930;38843836 MSDQDSSTSSTSFPKYLEHLSGDGK |True False 4.749 |2.753  [2.097 1.277 False 2.149
norvegicus [phosphofructokinase, IAIGVLTSGGDAQGMNAAVRAVVRM

platelet type

GIYTGAKVYFIYEGYQGMVDGGSNIV
EAKWECVSSILQVGGTIIGSARCQAF
RSREGRLKAACNLVRLGITNLCVIGG
DGSLTGANLFRKEWSGLLEELAKNG
EIDSDTVKKHAYLNVVGMVGSIDND
FCGTDMTIGTDSALHRIIEVVDAIMT
TAQSHQRTFVLEVMGRHCGYLALVS
ALACGADWVFLPESPPEEGWEEEM
CLKLSENRARKKRLNIIIVSEGAIDTQ
NKPITSEKIKELVVTNLGFDTRVTILG
HVQRGGTPSAFDRILASRMGVEAVL
ALLEATPETPACVVSLRGNQAVRLPL
MECVQMTQDVQKAMDERRFDEAV
KLRGRSFEGNLNTYKRLAIKEPDDKI
PKSNCNVAIINVGAPAAGMNAAVRS
IAVRVGIAEGHKMFAIYDGFDGLANG
QIKEIGWGDVGGWTGQGGSILGTKR
TLPGKYLEKIAEQMHSKNINALLIIG
GFEAYLGLLELAAARNKHEAFCVPM
'VMVPATVSNNVPGSDFSIGADTALN
TITDTCDRIKQSASGTKRRVFIIETMG
GYCGYLANMGGLAAGADAAYIFEEQ
FDIRDLQSNVMHLTEKMKTSIQRGL
VLRNENCSVNYTTDFIYQLYSEEGK
GVFDCRKNVLGHMQQGGAPSPFDR
NFGTKISAKAMEWISAKLKGSHGTG
KKFVSDDSICVLGIQKRDLLFKPVAE
LRKATDFEHRIPKQQWWLKLRPIMK
ILAKYEASYDMSDVGKLEPVHNHGE
LSAI




