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D Entry name (organism oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma extr.acel
name sites sites reticulum |apparatus membrane region
P47962 RL5_MOUSE [Mus Large 31.613314 NaN S185;T232;S272 (37453647;29187734;33300544;396 MGFVKVVKNKAYFKRYQVRFRRRR (True False 5.0 4.263  [0.75 2.0 False False False
musculus [ribosomal 27609;39927985 EGKTDYYARKRLVIQDKNKYNTPKY
subunit RMIVRVTNRDIICQIAYARIEGDMIVC
protein IAAYAHELPKYGVKVGLTNYAAAYCT
uL18

GLLLARRLLNRFGMDKIYEGQVEVN
GGEYNVESIDGQPGAFTCYLDAGLA
RTTTGNKVFGALKGAVDGGLSIPHS
TKRFPGYDSESKEFNAEVHRKHIMG
QNVADYMRYLMEEDEDAYKKQFSQ
[YIKNNVTPDMMEEMYKKAHAAIRE
NPVYEKKPKREVKKKRWNRPKMSL
IAQKKDRVAQKKASFLRAQERAAES




