
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P48029 SC6A8_HUMAN Homo
sapiens

Sodium-
and
chloride-
dependent
creatine
transporter
1

28.621176 S503
(P48029-
2);T506
(P48029-
2);S509
(P48029-
2);T517
(P48029-
2);S518
(P48029-
2);S524;S525
(P48029-
2);S623

T42;T617;T620;S623 35254053;28657654;38253038 MAKKSAENGIYSVSGDEKKGPLIAPG
PDGAPAKGDGPVGLGTPGGRLAVPP
RETWTRQMDFIMSCVGFAVGLGNV
WRFPYLCYKNGGGVFLIPYVLIALVG
GIPIFFLEISLGQFMKAGSINVWNIC
PLFKGLGYASMVIVFYCNTYYIMVLA
WGFYYLVKSFTTTLPWATCGHTWN
TPDCVEIFRHEDCANASLANLTCDQ
LADRRSPVIEFWENKVLRLSGGLEV
PGALNWEVTLCLLACWVLVYFCVW
KGVKSTGKIVYFTATFPYVVLVVLLV
RGVLLPGALDGIIYYLKPDWSKLGSP
QVWIDAGTQIFFSYAIGLGALTALGS
YNRFNNNCYKDAIILALINSGTSFFA
GFVVFSILGFMAAEQGVHISKVAES
GPGLAFIAYPRAVTLMPVAPLWAALF
FFMLLLLGLDSQFVGVEGFITGLLDL
LPASYYFRFQREISVALCCALCFVIDL
SMVTDGGMYVFQLFDYYSASGTTLL
WQAFWECVVVAWVYGADRFMDDIA
CMIGYRPCPWMKWCWSFFTPLVCM
GIFIFNVVYYEPLVYNNTYVYPWWG
EAMGWAFALSSMLCVPLHLLGCLL
RAKGTMAERWQHLTQPIWGLHHLE
YRAQDADVRGLTTLTPVSESSKVVVV
ESVM

False True 2.142 2.69 2.222 1.577 1.058 5.0 1.9


