
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P48200 IREB2_HUMAN Homo
sapiens

Iron-
responsive
element-
binding
protein	2

22.903221 S135 NaN 38253038 MDAPKAGYAFEYLIETLNDSSHKKF
FDVSKLGTKYDVLPYSIRVLLEAAVR
NCDGFLMKKEDVMNILDWKTKQSN
VEVPFFPARVLLQDFTGIPAMVDFAA
MREAVKTLGGDPEKVHPACPTDLTV
DHSLQIDFSKCAIQNAPNPGGGDLQ
KAGKLSPLKVQPKKLPCRGQTTCRG
SCDSGELGRNSGTFSSQIENTPILCP
FHLQPVPEPETVLKNQEVEFGRNRE
RLQFFKWSSRVFKNVAVIPPGTGMA
HQINLEYLSRVVFEEKDLLFPDSVVG
TDSHITMVNGLGILGWGVGGIETEA
VMLGLPVSLTLPEVVGCELTGSSNP
FVTSIDVVLGITKHLRQVGVAGKFVE
FFGSGVSQLSIVDRTTIANMCPEYGA
ILSFFPVDNVTLKHLEHTGFSKAKLE
SMETYLKAVKLFRNDQNSSGEPEYS
QVIQINLNSIVPSVSGPKRPQDRVAV
TDMKSDFQACLNEKVGFKGFQIAAE
KQKDIVSIHYEGSEYKLSHGSVVIAA
VISCTNNCNPSVMLAAGLLAKKAVE
AGLRVKPYIRTSLSPGSGMVTHYLSS
SGVLPYLSKLGFEIVGYGCSICVGNT
APLSDAVLNAVKQGDLVTCGILSGN
KNFEGRLCDCVRANYLASPPLVVAY
AIAGTVNIDFQTEPLGTDPTGKNIYL
HDIWPSREEVHRVEEEHVILSMFKA
LKDKIEMGNKRWNSLEAPDSVLFP
WDLKSTYIRCPSFFDKLTKEPIALQAI
ENAHVLLYLGDSVTTDHISPAGSIAR
NSAAAKYLTNRGLTPREFNSYGARR
GNDAVMTRGTFANIKLFNKFIGKPA
PKTIHFPSGQTLDVFEAAELYQKEGI
PLIILAGKKYGSGNSRDWAAKGPYLL
GVKAVLAESYEKIHKDHLIGIGIAPLQ
FLPGENADSLGLSGRETFSLTFPEEL
SPGITLNIQTSTGKVFSVIASFEDDVE
ITLYKHGGLLNFVARKFS

True False 4.539 2.954 4.085 1.861 1.363 2.2 2.227


