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P48774 GSTM5_MOUSE [Mus Glutathione |27.312347 NaN S5 28135057;33300544 [MSSKSMVLGYWDIRGLAHAIRMLLE (True False 4.146 [2.547 [2.172 1.465 0.595 1.717 3.191
musculus |S- FTDTSYEEKRYICGEAPDYDRSQWL
transferase DVKFKLDLDFPNLPYLMDGKNKITQ
Mu 5 SNAILRYIARKHNMCGDTEEEKIRV
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