}Jl;l iprotKB Entry name organism full oglcnacscore oglcnac sites  [phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion wenc_loplasmlc golgi
name reticulum appar
P48960 IAGRE5_HUMAN [Homo lAdhesion [25.593265 'T265;T373;S377 |S815;T816;S818;T825;S831;5S833 (33214551;40596516;35289036;409 [MGGRVFLAFCVWLTLPGAETQDSR |False True 2.571 (1.822 [1.442 1.249 1.056
sapiens |G 14422;34019948;29351928 GCARWCPQNSSCVNATACRCNPGF
protein- SSFSEIITTPTETCDDINECATPSKVS
coupled CGKFSDCWNTEGSYDCVCSPGYEPV
receptor SGAKTFKNESENTCQDVDECQQNP
E5 RLCKSYGTCVNTLGSYTCQCLPGFK

FIPEDPKVCTDVNECTSGQNPCHSS
THCLNNVGSYQCRCRPGWQPIPGSP
NGPNNTVCEDVDECSSGQHQCDSS
TVCFNTVGSYSCRCRPGWKPRHGIP
NNQKDTVCEDMTFSTWTPPPGVHS
QTLSRFFDKVQDLGRDSKTSSAEVTI
QNVIKLVDELMEAPGDVEALAPPVR
HLIATQLLSNLEDIMRILAKSLPKGP
FTYISPSNTELTLMIQERGDKNVTM
GQSSARMKLNWAVAAGAEDPGPAV
IAGILSIQNMTTLLANASLNLHSKKQ
IAELEEIYESSIRGVQLRRLSAVNSIFL
SHNNTKELNSPILFAFSHLESSDGE
IAGRDPPAKDVMPGPRQELLCAFWK
SDSDRGGHWATEGCQVLGSKNGST
TCQCSHLSSFAILMAHYDVEDWKLT
LITRVGLALSLFCLLLCILTFLLVRPIQ
GSRTTIHLHLCICLFVGSTIFLAGIEN
EGGQVGLRCRLVAGLLHYCFLAAFC
WMSLEGLELYFLVVRVFQGQGLSTR
'WLCLIGYGVPLLIVGVSAAIYSKGYG
RPRYCWLDFEQGFLWSFLGPVTFIIL
CNAVIFVTTVWKLTQKFSEINPDMK
KLKKARALTITAIAQLFLLGCTWVFG
LFIFDDRSLVLTYVFTILNCLQGAFLY
LLHCLLNKKVREEYRKWACLVAGGS
KYSEFTSTTSGTGHNQTRALRASES
GI




