UniprotKB Entry name |organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr_a

ID sites sites reticulum |apparatus membrane regio

P48962 IADT1_MOUSE Mus ADP/ATP  |39.700792 NaN S7;S149;S150 37507081;24788674;33300544;362 [MGDQALSFLKDFLAGGIAAAVSKTA (True False 1.219 |False [4.281 False False False 0.188
musculus 88343;39927985;22645316 [VAPIERVKLLLQVQHASKQISAEKQY

translocase
1

KGIIDCVVRIPKEQGFLSFWRGNLAN
IVIRYFPTQALNFAFKDKYKQIFLGGV
DRHKQFWRYFAGNLASGGAAGATS
LCFVYPLDFARTRLAADVGKGSSQR
EFNGLGDCLTKIFKSDGLKGLYQGF
SVSVQGIIIYRAAYFGVYDTAKGMLP
DPKNVHIIVSWMIAQSVTAVAGLVSY
PFDTVRRRMMMQSGRKGADIMYTG
TLDCWRKIAKDEGANAFFKGAWSN

[VLRGMGGAFVLVLYDEIKKYV




