UniprotKB Entry name |organism [full name |oglcnacscore o-glcnac phosphorylation sites PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion em}oplasmlc golgi ! extt:acellu
ID sites reticulum |apparatus membrane fregion
P48964 MPIP1_MOUSE Mus M-phase 36.83566 S100 S75;578;S81;S87;5106;S123;S172;S 40885482 MELGPEPPHRRRLFFACSPTPAPQP |True False 3.664 (5.0 2.194 1.724 1.224 1.942 2.024
musculus (inducer 271;S284;S311;T497;S503;S509 TGKMLFGASAAGGLSPVINLTVTMD
phosphatase QLEGLGSDCEKMEVRNNSSLQRMG

1

SSESTDSGFCLDSPGPLDSKENLEIS
LTRINSLPQKLLGCSPALKRSHSDSL
DHDTFHLIDQDENKENEAFEFKKPI
RPASRHIYEESKDPFTHRQNSAPAR
MLSSNESESGNFSPLFIPQSPVKATL
SDEDDGFIDLLDGENMKNDEETPSC
MASLWTAPLVMRRPANLADRCGLF
DSPSPCGSSTRAVLKRADRSHEEPP
RGTKRRKSVPSPVKAKADVPEPAQL
PSQSLSLMSSPKGTIENILDSDPRDL
IGDFSKGYLFNTVSGKHQDLKYISPE
IMASVLNGKFAGLIKEFVIIDCRYPYE
'YEGGHIKGAVNLHMEEEVEDFLLK
NPIVPTDGKRVIVVFHCEFSSERGPR
MCRYVRERDRLGNEYPKLHYPELYV
LKGGYKEFFLKCQSHCEPPSYRPMH
HEDFKEDLKKFRTKSRTWAGEKSKR
EMYSRLKKL




