UniprotkB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion em:loplasmlc golgi plasma extl:acellular

ID name sites sites reticulum apparatus membrane [region

P49182 HEP2 _MOUSE [Mus Heparin [22.380232 NaN NaN 37507081 MKHPLCTLLSLITFMCIGSKGLAEQL |False False 1.43 1.574 1.321 1.696 1.078 1.692 4.117
musculus |cofactor TNENLTTSFLPANFHKENTVTNDWI
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RLNILNAKFAFNLYRVLKDQATTSD
NLFIAPVGISTAMGMISLGLRGETHE
EVHSVLHFRDFVNASSKYEVTTIHN
LFRKLTHRLFRRNFGYTLRSVNGLYI
QKQFPIREDFKAAMREFYFAEAQEA
NFPDPAFISKANNHILKLTKGLIKEA
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