
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P49410 EFTU_BOVIN Bos
taurus

Elongation
factor	Tu,
mitochondrial

39.03173 NaN T278;S312 41018975 MAAATLLRATPLFSGLGAGPAPLLQ
GLLRPLKAQALPVLCRGLAVEAKKTY
VRDKPHVNVGTIGHVDHGKTTLTAA
ITKILAEGGGAKFKKYEEIDNAPEER
ARGITINAAHVEYSTAARHYAHTDCP
GHADYVKNMITGTAPLDGCILVVAA
NDGPMPQTREHLLLARQIGVEHVVV
YVNKADAVQDSEMVELVELEIRELL
TEFGYKGEETPIIVGSALCALEQRDP
ELGLKSVQKLLDAVDTYIPVPTRDLE
KPFLLPVESVYSIPGRGTVVTGTLER
GILKKGDECEFLGHSKNIRTVVTGIE
MFHKSLDRAEAGDNLGALVRGLKR
EDLRRGLVMAKPGSIQPHQKVEAQV
YILTKEEGGRHKPFVSHFMPVMFSL
TWDMACRIILPPGKELAMPGEDLKL
TLILRQPMILEKGQRFTLRDGNRTIG
TGLVTDTPAMTEEDKNIKWS

NaN NaN NaN NaN NaN NaN NaN NaN None


