9948;35138101

GSWSFGDYFKELACKMALELLTQEF
GIPIERLYVTYFGGDEAAGLEADLEC
KQIWQNLGLDDTKILPGNMKDNFW
EMGDTGPCGPCSEIHYDRIGGRDAA
HLVNQDDPNVLEIWNLVFIQYNREA
DGILKPLPKKSIDTGMGLERLVSVLQ
NKMSNYDTDLFVPYFEAIQKGTGAR
PYTGKVGAEDADGIDMAYRVLADHA
RTITVALADGGRPDNTGRGYVLRRIL
RRAVRYAHEKLNASRGFFATLVDVV
VQSLGDAFPELKKDPDMVKDIINEE
EVQFLKTLSRGRRILDRKIQSLGDSK
TIPGDTAWLLYDTYGFPVDLTGLIAE
EKGLVVDMDGFEEERKLAQLKSQG
KGAGGEDLIMLDIYAIEELRARGLEV
TDDSPKYNYHLDSSGSYVFENTVAT
IVMALRREKMFVEEVSTGQECGVVL
DKTCFYAEQGGQIYDEGYLVKVDDS
SEDKTEFTVKNAQVRGGYVLHIGTIY
GDLKVGDQVWLFIDEPRRRPIMSNH
TATHILNFALRSVLGEADQKGSLVAP
DRLRFDFTAKGAMSTQQIKKAEEIA
NEMIEAAKAVYTQDCPLAAAKAIQGL
RAVFDETYPDPVRVVSIGVPVSELLD
DPSGPAGSLTSVEFCGGTHLRNSSH
IAGAFVIVTEEATAKGIRRIVAVTGAEA
QKALRKAESLKKCLSVMEAKVKAQT
APNKDVQREIADLGEALATAVIPQW
QKDELRETLKSLKKVMDDLDRASKA
DVQKRVLEKTKQFIDSNPNQPLVILE
MESGASAKALNEALKLFKMHSPQT
SAMLFTVDNEAGKITCLCQVPQNAA
NRGLKASEWVQQVSGLMDGKGGGK
DVSAQATGKNVGCLQEALQLATSFA
QLRLGDVKN

}Jl;l iprotKB Entry name |organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extr-.
sites sites reticulum |apparatus membrane regi
P49588 SYAC_HUMAN [Homo Alanine--  13.952798 T136 S3;58;5399;S555 (30397120;23301498;37217939;332 [MDSTLTASEIRQRFIDFFKRNEHTYV True False 4.871 5.0 4.17 1.673 1.125 2.333 4.34
sapiens  [tRNA 14551;32870666;40596516;362402 |HSSATIPLDDPTLLFANAGMNQFKPI
ligase, 23;26853435;38665916;34725712;3 [FLNTIDPSHPMAKLSRAANTQKCIR
cytoplasmic 2119511;40914422;35008409;3401 |AGGKHNDLDDVGKDVYHHTFFEML




