}Jl;l iprotKB Entry name |organism full name |oglcnacscore o.glcnac phosphorylation sites |[PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em_ioplasmlc golgi plasma )
sites reticulum apparatus membra;
P49589 SYCC_HUMAN [Homo Cysteine-- [6.168555 S195 S19;S305;S307;S746;S79(34725712;38665916;34019948;342 |MADSSGQQGKGRRVQPQWSPPAGT |True False 4.835 [0.429 |False False False False
sapiens  [tRNA 29054;37217939;40596516;382530 |QPCRLHLYNSLTRNKEVFIPQDGKK
ligase, 38;28510447 IVTWYCCGPTVYDASHMGHARSYISF
cytoplasmic DILRRVLKDYFKFDVFYCMNITDIDD

KIIKRARQNHLFEQYREKRPEAAQLL
EDVQAALKPFSVKLNETTDPDKKQM
LERIQHAVQLATEPLEKAVQSRLTGE
EVNSCVEVLLEEAKDLLSDWLDSTL
GCDVTDNSIFSKLPKFWEGDFHRD
MEALNVLPPDVLTRVSEYVPEIVNFV
QKIVDNGYGYVSNGSVYFDTAKFAS
SEKHSYGKLVPEAVGDQKALQEGEG
DLSISADRLSEKRSPNDFALWKASK
PGEPSWPCPWGKGRPGWHIECSAM
IAGTLLGASMDIHGGGFDLRFPHHD
NELAQSEAYFENDCWVRYFLHTGH
LTIAGCKMSKSLKNFITIKDALKKHS
IARQLRLAFLMHSWKDTLDYSSNTM
ESALQYEKFLNEFFLNVKDILRAPVD
ITGQFEKWGEEEAELNKNFYDKKTA
IHKALCDNVDTRTVMEEMRALVSQ
CNLYMAARKAVRKRPNQALLENIAL
YLTHMLKIFGAVEEDSSLGFPVGGP
GTSLSLEATVMPYLQVLSEFREGVR
KIAREQKVPEILQLSDALRDNILPEL
GVRFEDHEGLPTVVKLVDRNTLLKE
REEKRRVEEEKRKKKEEAARRKQEQ
EAAKLAKMKIPPSEMFLSETDKYSK
FDENGLPTHDMEGKELSKGQAKKL
KKLFEAQEKLYKEYLQMAQNGSFQ




