
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

P49959 MRE11_HUMAN Homo
sapiens

Double-
strand
break
repair
protein
MRE11

27.961368 S605;S667;S668 S2;S275;S619;S641;S649;S676;S67
8;S688;S689;S701

23301498;40596516;40914422;352
54053;32119511;35164752;284118
11;34019948;33465208

MSTADALDDENTFKILVATDIHLGF
MEKDAVRGNDTFVTLDEILRLAQEN
EVDFILLGGDLFHENKPSRKTLHTC
LELLRKYCMGDRPVQFEILSDQSVN
FGFSKFPWVNYQDGNLNISIPVFSIH
GNHDDPTGADALCALDILSCAGFVN
HFGRSMSVEKIDISPVLLQKGSTKIA
LYGLGSIPDERLYRMFVNKKVTMLR
PKEDENSWFNLFVIHQNRSKHGST
NFIPEQFLDDFIDLVIWGHEHECKIA
PTKNEQQLFYISQPGSSVVTSLSPGE
AVKKHVGLLRIKGRKMNMHKIPLHT
VRQFFMEDIVLANHPDIFNPDNPKV
TQAIQSFCLEKIEEMLENAERERLG
NSHQPEKPLVRLRVDYSGGFEPFSV
LRFSQKFVDRVANPKDIIHFFRHRE
QKEKTGEEINFGKLITKPSEGTTLRV
EDLVKQYFQTAEKNVQLSLLTERGM
GEAVQEFVDKEEKDAIEELVKYQLE
KTQRFLKERHIDALEDKIDEEVRRFR
ETRQKNTNEEDDEVREAMTRARAL
RSQSEESASAFSADDLMSIDLAEQM
ANDSDDSISAATNKGRGRGRGRRGG
RGQNSASRGGSQRGRADTGLETSTR
SRNSKTAVSASRNMSIIDAFKSTRQ
QPSRNVTTKNYSEVIEVDESDVEEDI
FPTTSKTDQRWSSTSSSKIMSQSQV
SKGVDFESSEDDDDDPFMNTSSLR
RNRR

True False 4.434 5.0 1.758 1.301 0.949


