g;l iprotKB Entry name |organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus jmitochndrion en(‘!oplasmlc golgi plasma extt:acellular
sites sites reticulum |apparatus membrane region
P50171 DHB8_MOUSE (3R)-3- 23.627151 NaN S58 37453647 MASQLRLRSALALVTGAGSGIGRAIS [True True 2.107 |1.527 5.0 1.135 0.698 5.0 1.465
musculus |hydroxyacyl- VRLAAEGAAVAACDLDGAAAQDTVR
CoA LLGSPGSEDGAPRGKHAAFQADVSQ
dehydrogenase GPAARRLLEEVQACFSRPPSVVVSCA

GITRDEFLLHMSEEDWDRVIAVNLK
GTFLVTQAAAQALVSSGGRGSIINIS
SIIGKVGNIGQTNYASSKAGVIGLTQT
AARELGRHGIRCNSVLPGFIATPMT
QKMPEKVKDKVTAMIPLGHMGDPE
DVADVVAFLASEDSGYITGASVEVSG
GLFM




