UniprotkB Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular [extracellular cytosol nucleus mitochndrion N ic|golgi plasma extt:acellular
1D sites sites reticulum apparatus membrane [region
P50172 DHI1_MOUSE Mus 11-beta- 36.237121 S161;S164 |NaN 40885482;37453647  MAVMKNYLLPILVLFLAYYYYSTNEE (False True 2.15 2.502 [2.225 5.0 0.799 2.094 3.246
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