UniprotKB Entry name |organism full name oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular lextracellular cytosol [nucleus mitochndrion em!oplasmlc golgi [plasma extr"acellular
ID sites sites reticulum apparatus membrane region
P50392 PA24A DANRE |Danio Cytosolic 26.412228 NaN S498 40044042 MSNIIVEHQYSHRLKLTVVRAENVT [NaN NaN NaN [NaN NaN NaN NaN NaN None

rerio

phospholipase
A2

KGAFGDLLDTPDPYVELSVPTTPESR
KRTRHINNDINPKWNETFEFILDPN
QSNVLEVTLMDANYVMDETLGTAK
'YSLSKLKVAQMEHVTLSIGKTTKVFL
DLLLEVCASTDLRFSMTLCDQEKLF
MQTRRDRVMLSIKKLLKMENPRFLP
SSPREVPTIAILGSGGGFRAMVGFSG
IVMKALYESGVFDCATYVAGLSGSTW
'YMSMLYSHPEFPAKGPGDINKELM
NRVSNNPLKLLLPQNINRYVKALWK
KKSAGQPVTFTDIFGMLIGETLIPGR
MNIKLSSLKGKINEGQSPLPLFTCLH
VKPDVSELMFADWVEFSPYEIGMAK
YGTFMSPGLFGSKFFMGSVVKQYEE
NPLHFLMGVWGSAFSILFNRVLGVK
ETTSSSTMEEELEQIKPEHIVGDDSA
DNEEETQRGGTESADAEDERQRHA
QASWVQRMLTSIMGDTTLFTTREGR
IAGKVHNFMLGLNLNSTLPFSPFSGI
THQTSLEEEVDAVTDPDEFERIYEPL
DVKSKKIHVVDSGLTFNLPYPLILRC
QRGVDLIISFDFSARPSDSSPPFKEL
LLAEKWARMNKLPFPKIDSKVFDRE
GLKECYVFKPAKGDKNCPTIIHFVLA
NINFRNFKAPGVPRDSDKDIEFGDF
DIFDEPASPYSTFNFKYNNQAFKRL
HDLMEFNTLNNIEVIKEAIKDSILLR
RENPARCSVSLSLSEIENKKFLKRD
NSIAKRPT




