UniprotKB Entry name lorganism (full name |oglcnacscore oglcnac P, h osphorylation PMIDS |[sequence intracellular extracellular |cytosol \nucleus mitochndrion en(!op lasmic golgi plasma extl:acellular

ID sites sites reticulum |apparatus membrane region

P50446 K2C6A_MOUSE Mus Keratin, 24.867421 NaN NaN 37453647;34887587 MSTKTTIKSQTSHRGYSASSARVPGL [False False 3.037 |2.75 1.854 0.982 0.639 1.769 3.07
musculus [type II NRSGFSSVSVCRSRGSGGSSAMCG

cytoskeletal
6A

GAGFGSRSLYGVGSSKRISIGGGSCG
IGGGYGSRFGGSFGIGGGAGSGFGF
GGGAGFGGGYGGAGFPVCPPGGIQE
IVTINQSLLTPLNLQIDPTIQRVRTEER
EQIKTLNNKFASFIDKVRFLEQQNK
VLDTKWALLQEQGTKTVRQNLEPM
FEQYISNLRRQLDSIIGERGRLDSEL
RNMQDTVEDYKSKYEDEINKRTAAE
NEFVTLKKDVDAAYMNKVELQAKA
DSLTDDINFLRALYEAELSQMQTHIS
DTSVVLSMDNNRSLDLDSITIAEVKA
QYEDIAQRSRAEAESWYQTKYEELQ
IVTAGRHGDDLRNTKQETAEINRMIQ
RLRSEIDHVKKQCANLQAAIADAEQ
RGEMALKDARGKLEGLEDALQKAK
QDMARLLKEYQELMNVKLALDVEIA
TYRKLLEGEECRLNGEGVGPVNISV
IVQSTVSSGYGSAGGASSSLGLGGGS
SYSYSSSHGLGGGFSAGSGRAIGGG
LSSSGGLSSSTIKYTTTSSSKKSYRQ




