
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P50518 VATE1_MOUSE Mus
musculus

V-type
proton
ATPase
subunit
E	1

24.474581 NaN T56 33300544 MALSDADVQKQIKHMMAFIEQEAN
EKAEEIDAKAEEEFNIEKGRLVQTQR
LKIMEYYEKKEKQIEQQKKIQMSNL
MNQARLKVLRARDDLITDLLNEAKQ
RLSKVVKDTTRYQVLLDGLVLQGLY
QLLEPRMIVRCRKQDFPLVKAAVQK
AIPMYKIATKKDVDVQIDQEAYLPEEI
AGGVEIYNGDRKIKVSNTLESRLDLI
AQQMMPEVRGALFGANANRKFLD

True True 5.0 1.368 4.339 1.229 1.134 5.0 1.395


