UniprotKB Entry name |organism [full name oglcnacscore o.glcnac ‘p.h osphorylation PMIDS sequence intracellular [extracellular |cytosol nucleus mitochndrion enc!oplasmlc golgi [plasma eth:aceIIUIar
ID sites sites reticulum |apparatus membrane [region
P50539 MXI1 HUMAN |[Homo Max- 26.417971 T104;T105|[NaN 35254053;40596516 [ MERVKMINVQRLLEAAEFLERRERE [True False 4.356 (5.0 2.203 False False False False
sapiens |[interacting CEHGYASSFPSMPSPRLQHSKPPRR
protein 1 LSRAQKHSSGSSNTSTANRSTHNEL

EKNRRAHLRLCLERLKVLIPLGPDCT
RHTTLGLLNKAKAHIKKLEEAERKS
QHQLENLEREQRFLKWRLEQLQGP
QEMERIRMDSIGSTISSDRSDSEREE
IEVDVESTEFSHGEVDNISTTSISDID
DHSSLPSIGSDEGYSSASVKLSFTS




