UniprotKB Entry name organism |full name oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enc_loplasmlc golgi plasma extr_;
ID sites sites reticulum |apparatus membrane [regic
P50544 IACADV_MOUSE [Mus 'Very long-chain |30.328585 NaN S518;S523 37453647;39927985;36288343 MQSARMTPSVGRQLLRLGARSSRST [True False False 2.0 4.583 False False False False

musculus

specific acyl-
CoA
dehydrogenase,
mitochondrial

TVLQGQPRPISAQRLYAREATQAVLD
KPETLSSDASTREKPARAESKSFAVG
MFKGQLTIDQVFPYPSVLSEEQAQF
LKELVGPVARFFEEVNDPAKNDALE
KVEDDTLQGLKELGAFGLQVPSELG
GLGLSNTQYARLAEIVGMHDLGVSV
TLGAHQSIGFKGILLYGTKAQREKYL
PRVASGQALAAFCLTEPSSGSDVASI
RSSAIPSPCGKYYTLNGSKIWISNGG
LADIFTVFAKTPIKDAATGAVKEKITA
FVVERSFGGVTHGLPEKKMGIKASN
TSEVYFDGVKVPSENVLGEVGDGFK
IVAVNILNNGRFGMAATLAGTMKSLI
IAKAVDHATNRTQFGDKIHNFGVIQE
KLARMAILQYVTESMAYMLSANMD
QGFKDFQIEAAISKIFCSEAAWKVAD
ECIQIMGGMGFMKEPGVERVLRDIR
IFRIFEGANDILRLFVALQGCMDKGK
ELTGLGNALKNPFGNVGLLMGEAG
KQLRRRTGIGSGLSLSGIVHPELSRS
GELAVQALDQFATVVEAKLVKHKKG
I[VNEQFLLQRLADGAIDLYAMVVVLS
RASRSLSEGYPTAQHEKMLCDSWCI
EAATRIRENMASLQSSPQHQELFRN
FRSISKAMVENGGLVTGNPLGI




