UniprotkB Entry name |organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus jmitochndrion em!oplasmlc golgi plasma
ID sites sites reticulum apparatus membrane
P50579 MAP2_HUMAN [Homo Methionine 15.796965 S185 S45;5S60;S63;S74 (38665916;23301498;33214551;405 MAGVEEVAASGSHLNGDLDPDDRE (True False 4.559 [1.219 |0.891 False False 4.361

sapiens

aminopeptidase
2

96516;35254053;28510447

EGAASTAEEAAKKKRRKKKKSKGPS
IAAGEQEPDKESGASVDEVARQLERS
IALEDKERDEDDEDGDGDGDGATGK
KKKKKKKKRGPKVQTDPPSVPICDLY
PNGVFPKGQECEYPPTQDGRTAAW
RTTSEEKKALDQASEEIWNDFREAA
EAHRQVRKYVMSWIKPGMTMIEICE
KLEDCSRKLIKENGLNAGLAFPTGC
SLNNCAAHYTPNAGDTTVLQYDDIC
KIDFGTHISGRIIDCAFTVTFNPKYDT
LLKAVKDATNTGIKCAGIDVRLCDVG
EAIQEVMESYEVEIDGKTYQVKPIRN
LNGHSIGQYRIHAGKTVPIVKGGEAT
RMEEGEVYAIETFGSTGKGVVHDD
MECSHYMKNFDVGHVPIRLPRTKH
LLNVINENFGTLAFCRRWLDRLGES
KYLMALKNLCDLGIVDPYPPLCDIKG
SYTAQFEHTILLRPTCKEVVSRGDDY




