UniprotkB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol [nucleus jmitochndrion enc}oplasmw golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
P50875 SPT20_YEAST |Saccharomyces |Transcription |24.475439 NaN S446;T516 33229814 MSANSPTGNDPHVFGIPVNATPSN |None None None (None None None None None None

cerevisiae

factor SPT20

MGSPGSPVNVPPPMNPAVANVNHP
IVMRTNSNSNANEGTRTLTREQIQQL
QQRQRLLLQQRLLEQQRKQQALQN
YEAQFYQMLMTLNKRPKRLYNFVE
DADSILKKYEQYLHSFEFHIYENNYK
ICAPANSRLQQQQKQPELTSDGLILT
KNNETLKEFLEYVARGRIPDAIMEVL
RDCNIQFYEGNLILQVYDHTNTVDV
TPKENKPNLNSSSSPSNNNSTQDN
SKIQQPSEPNSGVANTGANTANKKA
SFKRPRVYRTLLKPNDLTTYYDMMS
'YADNARFSDSIYQQFESEILTLTKRN
LSLSVPLNPYEHRDMLEETAFSEPH
WDSEKKSFIHEHRAESTREGTKGVV
GHIEERDEFPQHSSNYEQLMLIMNE
RTTTITNSTFAVSLTKNAMEIASSSS
NGVRGASSSTSNSASNTRNNSLAN
GNQVALAAAAAAAAVGSTMGNDNN
QFSRLKFIEQWRINKEKRKQQALSA
NINPTPFNARISMTAPLTPQQQLLQR
QQQALEQQQNGGAMKNANKRSGN
NATSNNNNNNNNLDKPKVKRPRK
NAKKSESGTPAPKKKRMTKKKQSAS
STPSSTTMS




