}J1;1 iprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl_'acellular
name sites sites reticulum |apparatus membrane region
P50876 R144A HUMAN Homo E3 19.994096 NaN NaN 37217939 MTTTRYRPTWDLALDPLVSCKLCLG |False True 1.198 [3.28 1.252 4.182 5.0 4.252 0.772
sapiens  [ubiquitin- EYPVEQMTTIAQCQCIFCTLCLKQYV
protein ELLIKEGLETAISCPDAACPKQGHLQ
ligase ENEIECMVAAEIMQRYKKLQFEREV
RNF144A LFDPCRTWCPASTCQAVCQLQDVGL

QTPQPVQCKACRMEFCSTCKASWH
PGQGCPETMPITFLPGETSAAFKME
EDDAPIKRCPKCKVYIERDEGCAQM
MCKNCKHAFCWYCLESLDDDFLLI
HYDKGPCRNKLGHSRASVIWHRTQ
VVGIFAGFGLLLLVASPFLLLATPFVL

CCKCKCSKGDDDPLPT




