
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P50947 PHO23_YEAST Saccharomyces
cerevisiae

Transcriptional
regulatory
protein	PHO23

24.475439 NaN NaN 33229814 MSSPANLFPGLNDITDVLEEFPLATS
RYLTLLHEIDAKCVHSMPNLNERID
KFLKKDFNKDHQTQVRLLNNINKIY
EELMPSLEEKMHVSSIMLDNLDRLT
SRLELAYEVAIKNTEIPRGLRLGVDN
HPAMHLHHELMEKIESKSNSKSSQ
ALKSESRREAMAANRRQGEHYSAST
HQQDDSKNDANYGGSRHESQDHT
GNNTNSRKRANAANTNNADPETKK
RKRRVATTAVSPSTISTATAVNNGRI
GTSTASRGVSSVGNSNNSRISRPKT
NDYGEPLYCYCNQVAYGEMVGCDG
ADCELEWFHLPCIGLETLPKGKWYC
DDCKKKL

None None None None None None None None None


