}Jl;l iprotKB Entry name |organism full oglcnacscore |oglcnac sites el ylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.loplasmlc golgi plasm
name sites reticulum |apparatus meml
P50991 TCPD_HUMAN [Homo T- 11.739336 'T50;S51;S170;T217|S36;S184;5202;S444 23301498;30379171;26853435;347 [MPENVAPRSGATAGAAGGRGKGAY ([True False 5.0 4.574  |1.932 1.84 1.539 1.709
sapiens |complex 25712;40914422;35138101;399906 |QDRDKPAQIRFSNISAAKAVADAIRT
protein 58;25367160;30397120;37217939;3 |SLGPKGMDKMIQDGKGDVTITNDG
1 8253038;16408927;40596516;2174 |ATILKQMQVLHPAARMLVELSKAQD
subunit 0066;38665916;39302247;3401994 [IEAGDGTTSVVIIAGSLLDSCTKLLQK
delta 8;35083852;33214551;32119511;33 |(GIHPTIISESFQKALEKGIEILTDMSR
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PVELSDRETLLNSATTSLNSKVVSQY
SSLLSPMSVNAVMKVIDPATATSVD
LRDIKIVKKLGGTIDDCELVEGLVLT
QKVSNSGITRVEKAKIGLIQFCLSAP
KTDMDNQIVVSDYAQMDRVLREER
AYILNLVKQIKKTGCNVLLIQKSILRD
ALSDLALHFLNKMKIMVIKDIEREDI
EFICKTIGTKPVAHIDQFTADMLGSA
ELAEEVNLNGSGKLLKITGCASPGKT
'VTIVVRGSNKLVIEEAERSIHDALCVI
RCLVKKRALIAGGGAPEIELALRLTE
'YSRTLSGMESYCVRAFADAMEVIPS
TLAENAGLNPISTVTELRNRHAQGE
KTAGINVRKGGISNILEELVVQPLLV
SVSALTLATETVRSILKIDDVVNTR




