}Jl;l iprotKB Entry name |organism [full name |oglcnacscore oglcnac phosphorylation |,y g sequence intracellular |extracellular cytosol [nucleus [mitochndrion endoplasmic golgi ! extr
sites  [sites reticulum |apparatus membrane [regi
P51571 SSRD_HUMAN [Homo Translocon- |6.800736 NaN NaN 38665916;33214551;34019948;372 [MAAMASLGALALLLLSSLSRCSAEA |False True 1.375 |1.542 1.327 5.0 1.237 2.509 4.27
sapiens [|associated 17939;28510447 CLEPQITPSYYTTSDAVISTETVFIVEI
protein SLTCKNRVQNMALYADVGGKQFPV
subunit TRGQDVGRYQVSWSLDHKSAHAGT
delta YEVRFFDEESYSLLRKAQRNNEDISI

IPPLFTVSVDHRGTWNGPWVSTEVL
AAAIGLVIYYLAFSAKSHIQA




