UniprotKB Entry name |organism full name oglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enc!oplasmlc golgi pl

ID sites reticulum |apparatus m

P51659 DHB4_HUMAN [Homo Peroxisomal [13.782421 S354;S475;T665(S52;T265;S304;5309(34725712;38665916;33465208;321 |MGSPLRFDGRVVLVTGAGAGLGRAY (True False 4.338 [0.469 |0.375 0.375 False Fe
sapiens  |multifunctional 19511;37217939;40596516;382530 |ALAFAERGALVVVNDLGGDFKGVGK

enzyme type 2

38;28510447

GSLAADKVVEEIRRRGGKAVANYDS
IVEEGEKVVKTALDAFGRIDVVVNNA
GILRDRSFARISDEDWDIIHRVHLRG
SFQVTRAAWEHMKKQKYGRIIMTSS
IASGTYGNFGQANYSAAKLGLLGLAN
SLAIEGRKSNIHCNTIAPNAGSRMT
QTVMPEDLVEALKPEYVAPLVLWLC
HESCEENGGLFEVGAGWIGKLRWE
RTLGAIVRQKNHPMTPEAVKANWK
KICDFENASKPQSIQESTGSIIEVLSK
IDSEGGVSANHTSRATSTATSGFAGA
IGQKLPPFSYAYTELEAIMYALGVGA
SIKDPKDLKFIYEGSSDFSCLPTFGVI
IGQKSMMGGGLAEIPGLSINFAKVL
HGEQYLELYKPLPRAGKLKCEAVVA
DVLDKGSGVVIIMDVYSYSEKELICH
NQFSLFLVGSGGFGGKRTSDKVKVA
IVAIPNRPPDAVLTDTTSLNQAALYRL
SGDWNPLHIDPNFASLAGFDKPILH
GLCTFGFSARRVLQQFADNDVSRFK
IAIKARFAKPVYPGQTLQTEMWKEGN
RIHFQTKVQETGDIVISNAYVDLAPT
SGTSAKTPSEGGKLQSTFVFEEIGRR
LKDIGPEVVKKVNAVFEWHITKGGN
IGAKWTIDLKSGSGKVYQGPAKGAA
DTTIILSDEDFMEVVLGKLDPQKAFF
SGRLKARGNIMLSQKLQMILKDYAK
L




