musculus

multifunctional
enzyme type 2

IALAFAERGALVIVNDLGGDFKGIGKG
SSAADKVVAEIRRKGGKAVANYDSV
EAGEKLVKTALDTFGRIDVVVNNAGI
LRDRSFSRISDEDWDIIHRVHLRGSF
QVTRAAWDHMKKQNYGRILMTSSA
SGIYGNFGQANYSAAKLGILGLCNTL
IAIEGRKNNIHCNTIAPNAGSRMTET
VLPEDLVEALKPEYVAPLVLWLCHE
SCEENGGLFEVGAGWIGKLRWERTL
GAIVRKRNQPMTPEAVRDNWEKICD
FSNASKPQTIQESTGGIVEVLHKVDS
EGISPNRTSHAAPAATSGFVGAVGH
KLPSFSSSYTELQSIMYALGVGASVK
NPKDLKFVYEGSADFSCLPTFGVIVA
QKSMMNGGLAEVPGLSFNFAKALH
GEQYLELYKPLPRSGELKCEAVIADI
LDKGSGVVIVMDVYSYSGKELICYNQ
FSVFVVGSGGFGGKRTSEKLKAAVA
IVPNRPPDAVLRDATSLNQAALYRLS
GDWNPLHIDPDFASVAGFEKPILHG
LCTFGFSARHVLQQFADNDVSRFKA
IKVRFAKPVYPGQTLQTEMWKEGNR
IHFQTKVHETGDVVISNAYVDLVPAS
GVSTQTPSEGGELQSALVFGEIGRRL
KSVGREVVKKANAVFEWHITKGGTV
IAAKWTIDLKSGSGEVYQGPAKGSAD
IVTIIISDEDFMEVVFGKLDPQKAFFS

GRLKARGNIMLSQKLQMILKDYAKL

UniprotkB Entry name |organism full name oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi [plasma extr_acellular
ID sites  |sites reticulum |apparatus membrane [region
P51660 DHB4 MOUSE Mus Peroxisomal  [21.529085 NaN S52;T265;5304;S308|37453647;37507081 MASPLRFDGRVVLVTGAGGGLGRAY [True False 2.511 [2.221  (4.492 2.019 0.903 1.598 1.85




