}11;1 iprotKB Entry name |organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmnc golgi plasma extl:acellular
sites sites reticulum |apparatus membrane region
P51685 CCR8_HUMAN [Homo C-C 28.275761 NaN NaN 39894887 MDYTLDLSVTTVTIDYYYPDIFSSPCD |False True 1.718 [2.303 1.669 1.365 1.331 5.0 2.436
sapiens chemokine AELIQTNGKLLLAVFYCLLFVFSLLG
receptor NSLVILVLVVCKKLRSITDVYLLNLAL
type 8 SDLLFVFSFPFQTYYLLDQWVFGTV

MCKVVSGFYYIGFYSSMFFITLMSV
DRYLAVVHAVYALKVRTIRMGTTLCL
AVWLTAIMATIPLLVFYQVASEDGVL
QCYSFYNQQTLKWKIFTNFKMNILG
LLIPFTIFMFCYIKILHQLKRCQNHN
KTKAIRLVLIVVIASLLFWVPFNVVLF
LTSLHSMHILDGCSISQQLTYATHVT
EIISFTHCCVNPVIYAFVGEKFKKHL
SEIFQKSCSQIFNYLGRQMPRESCE
KSSSCQQHSSRSSSVDYIL




