
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P51692 STA5B_HUMAN Homo
sapiens

Signal
transducer
and
activator	of
transcription
5B

21.366884 NaN T90;S128;S193;T682;T699 28510447 MAVWIQAQQLQGEALHQMQALYGQ
HFPIEVRHYLSQWIESQAWDSVDLD
NPQENIKATQLLEGLVQELQKKAEH
QVGEDGFLLKIKLGHYATQLQNTYD
RCPMELVRCIRHILYNEQRLVREAN
NGSSPAGSLADAMSQKHLQINQTFE
ELRLVTQDTENELKKLQQTQEYFIIQ
YQESLRIQAQFGPLAQLSPQERLSRE
TALQQKQVSLEAWLQREAQTLQQYR
VELAEKHQKTLQLLRKQQTIILDDEL
IQWKRRQQLAGNGGPPEGSLDVLQS
WCEKLAEIIWQNRQQIRRAEHLCQQ
LPIPGPVEEMLAEVNATITDIISALVT
STFIIEKQPPQVLKTQTKFAATVRLLV
GGKLNVHMNPPQVKATIISEQQAKS
LLKNENTRNDYSGEILNNCCVMEY
HQATGTLSAHFRNMSLKRIKRSDRR
GAESVTEEKFTILFESQFSVGGNELV
FQVKTLSLPVVVIVHGSQDNNATAT
VLWDNAFAEPGRVPFAVPDKVLWP
QLCEALNMKFKAEVQSNRGLTKEN
LVFLAQKLFNNSSSHLEDYSGLSVS
WSQFNRENLPGRNYTFWQWFDGV
MEVLKKHLKPHWNDGAILGFVNKQ
QAHDLLINKPDGTFLLRFSDSEIGGI
TIAWKFDSQERMFWNLMPFTTRDF
SIRSLADRLGDLNYLIYVFPDRPKDE
VYSKYYTPVPCESATAKAVDGYVKPQ
IKQVVPEFVNASADAGGGSATYMDQ
APSPAVCPQAHYNMYPQNPDSVLDT
DGDFDLEDTMDVARRVEELLGRPM
DSQWIPHAQS

True False 4.685 5.0 2.689 2.36 1.927 2.916 3.238


