UniprotKB Entry name organism full oglcnacscore o'glcnac p‘h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus jmitochndrion en(?oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
P51787 KCNQ1_HUMAN Homo Potassium [26.147272 S585 S27;S407;S409 39531497 MAAASSPPRAERKRWGWGRLPGAR |False True 2.28 2.593 [2.18 4.479 1.66 5.0 2.422
sapiens |voltage- RGSAGLAKKCPFSLELAEGGPAGGA

gated LYAPIAPGAPGPAPPASPAAPAAPPVA

channel SDLGPRPPVSLDPRVSIYSTRRPVLA

subfamily RTHVQGRVYNFLERPTGWKCFVYH

KQT FAVFLIVLVCLIFSVLSTIEQYAALAT

member 1

GTLFWMEIVLVVFFGTEYVVRLWSA
GCRSKYVGLWGRLRFARKPISIIDLIV
VVASMVVLCVGSKGQVFATSAIRGIR
FLQILRMLHVDRQGGTWRLLGSVVF
IHRQELITTLYIGFLGLIFSSYFVYLAE
KDAVNESGRVEFGSYADALWWGVV
TVTTIGYGDKVPQTWVGKTIASCFSV
FAISFFALPAGILGSGFALKVQQKQR
QKHFNRQIPAAASLIQTAWRCYAAE
NPDSSTWKIYIRKAPRSHTLLSPSPK
PKKSVVVKKKKFKLDKDNGVTPGEK
MLTVPHITCDPPEERRLDHFSVDGY
DSSVRKSPTLLEVSMPHFMRTNSFA
EDLDLEGETLLTPITHISQLREHHRA
TIKVIRRMQYFVAKKKFQQARKPYDV
RDVIEQYSQGHLNLMVRIKELQRRL
DQSIGKPSLFISVSEKSKDRGSNTIG
ARLNRVEDKVTQLDQRLALITDMLH
QLLSLHGGSTPGSGGPPREGGAHIT
QPCGSGGSVDPELFLPSNTLPTYEQL
TVPRRGPDEGS




