UniprotKB Entry name |organism [full name (oglcnacscore joglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc!oplasmlc golgi plasma ext
ID sites reticulum apparatus membrane reg
P51826 IAFF3_HUMAN Homo AF4/FMR2(25.949904 S116;S410;T730(S755;S881 40307207;30379171;32574038 MDSFDLALLQEWDLESLCVYEPDR (True False 4.314 |5.0 False False False False Fal
sapiens family NALRRKERERRNQETQQDDGTFNS
member 3 SYSLFSEPYKTNKGDELSNRIQNTLG

NYDEMKDFLTDRSNQSHLVGVPKP
GVPQTPVNKIDEHFVADSRAQNQPS
SICSTTTSTPAAVPVQQSKRGTMGW
QKAGHPPSDGQQRATQQGSLRTLLG
DGVGRQQPRAKQVCNVEVGLQTQE
RPPAMAAKHSSSGHCVQNFPPSLAS
KPSLVQQKPTAYVRPMDGQDQAPDE
SPKLKSSSETSVHCTSYRGVPASKPE
PARAKAKLSKFSIPKQGEESRSGETN
SCVEEIIREMTWLPPLSAIQAPGKVE
PTKFPFPNKDSQLVSSGHNNPKKGD
AEPESPDNGTSNTSMLEDDLKLSSD
EEENEQQAAQRTALRALSDSAVVQQ
PNCRTSVPSSKGSSSSSSSGSSSSSS
DSESSSGSDSETESSSSESEGSKPPH
FSSPEAEPASSNKWQLDKWLNKVN
PHKPPILIQNESHGSESNQYYNPVKE
DVQDCGKVPDVCQPSLREKEIKSTC
KEEQRPRTANKAPGSKGVKQKSPPA
AVAVAVSAAAPPPAVPCAPAENAPAP
ARRSAGKKPTRRTERTSAGDGANCH
RPEEPAAADALGTSVVVPPEPTKTRP
CGNNRASHRKELRSSVTCEKRRTRG
LSRIVPKSKEFIETESSSSSSSSDSDL
ESEQEEYPLSKAQTVAASASSGNDQ
RLKEAAANGGSGPRAPVGSINARTT
SDIAKELEEQFYTLVPFGRNELLSPL
KDSDEIRSLWVKIDLTLLSRIPEHLP
QEPGVLSAPATKDSESAPPSHTSDTP
AEKALPKSKRKRKCDNEDDYREIKK
SQGEKDSSSRLATSTSNTLSANHCN
MNINSVAIPINKNEKMLRSPISPLSD
ASKHKYTSEDLTSSSRPNGNSLFTS
ASSSKKPKADSQLQPHGGDLTKAAH
NNSENIPLHKSRPQTKPWSPGSNG
HRDCKRQKLVFDDMPRSADYFMQE
AKRMKHKADAMVEKFGKALNYAEA
ALSFIECGNAMEQGPMESKSPYTMY
SETVELIRYAMRLKTHSGPNATPED
KQLAALCYRCLALLYWRMFRLKRDH
AVKYSKALIDYFKNSSKAAQAPSPW
GASGKSTGTPSPMSPNPSPASSVGS
QGSLSNASALSPSTIVSIPQRIHQMA
ANHVSITNSILHSYDYWEMADNLAK
ENREFFNDLDLLMGPVTLHSSMEH

LVQYSQQGLHWLRNSAHLS




