UniprotKB Entry name |organism [full name |oglcnacscore oglcnac p'h osphorylation PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion em.ioplasmlc golgi plasma extl:acellular

ID sites sites reticulum apparatus membrane [region

P51855 GSHB_MOUSE Mus Glutathione [23.627151 NaN S415 37453647 MATSWGSILQDEKQLEELAKQAIDR [None None None [None None None None None None
musculus [synthetase IALAEGVLLRSAQHPSSSDVVTYAPFT

LFPSPVPSALLEQAYAVQMDFNILVD
IAVSQNPAFLEQTLSSTIKKDDYTARL
FDIYKQVLKEGIAQTVFLGLNRSDYM
FQCGADGSKALKQIEINTISASFGGL
IASRTPAVHRHVLNVLNKTKEASKILS
NNPSKGLALGIAKAWELYGSANAVV
LLIAQEKERNIFDQRAVENELLDRKI
HVIRGRFEDVSERGSLDQNRRLFMD
DQEVAVVYFRDGYMPSQYNSQNWE
ARLMLERSRAAKCPDIAIQLAGTKKV
QQELSRVGLLEALLPGQPEAVARLR
IATFAGLYSLDMGEEGDQAIAEALAA
PSHFVLKPQREGGGNNLYGEEMVQ
IALEQLKDSEERASYILMEKIEPEPFR
NCLLRPGSPAQVVQCISELGIFGVYV
RQGTTLVMNKHVGHLLRTKAVEHA
DGGVAAGVAVLDNPYPV




