}J];l iprotkB Entry name organism full oglcnacscore o'glcnac p.h osphorylation PMIDS sequence intracellular extracellular [cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
name sites sites reticulum |apparatus membrane region
P51863 \VAOD1_MOUSE [Mus \V-type [27.478975 NaN T270;S283 29187734;33300544 MSFFPELYFNVDNGYLEGLVRGLKA |False False 3.052 [2.149 [1.723 1.287 1.271 4.287 1.455
musculus |proton GVLSQADYLNLVQCETLEDLKLHLQ
ATPase STDYGNFLANEASPLTVSVIDDKLKE
subunit KMVVEFRHMRNHAYEPLASFLDFIT
d 1 IYSYMIDNVILLITGTLHQRSIAELVPK

CHPLGSFEQMEAVNIAQTPAELYNA
ILVDTPLAAFFQDCISEQDLDEMNIE
IIRNTLYKAYLESFYKFCTLLGGTTAD
IAMCPILEFEADRRAFIITINSFGTELS
KEDRAKLFPHCGRLYPEGLAQLARA
DDYEQVKNVADYYPEYKLLFEGAGS

NPGDKTLEDRFFEHEVKLNKLAFLN
QFHFGVFYAFVKLKEQECRNIVWIA

ECIAQRHRAKIDNYIPIF




