UniprotKB Entry name |organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr_a

ID sites sites reticulum |apparatus membrane regio

P51881 IADT2_MOUSE Mus ADP/ATP  |42.629543 NaN S7 37507081;37453647;24788674;333 [MTDAAVSFAKDFLAGGVAAAISKTA (True False 1.406 [0.188 |5.0 False False False 0.188
musculus 00544;21540332;36288343;396276

translocase
2

09;39927985;22645316

[VAPIERVKLLLQVQHASKQITADKQY
KGIIDCVVRIPKEQGVLSFWRGNLAN
VIRYFPTQALNFAFKDKYKQIFLGGV
DKRTQFWRYFAGNLASGGAAGATSL
CFVYPLDFARTRLAADVGKAGAERE
FKGLGDCLVKIYKSDGIKGLYQGFNV
SVQGIIIYRAAYFGIYDTAKGMLPDPK
NTHIFISWMIAQSVTAVAGLTSYPED
TVRRRMMMQSGRKGTDIMYTGTLD
CWRKIARDEGSKAFFKGAWSNVLR
GMGGAFVLVLYDEIKKYT




