UniprotKB Entry name |organism full oglcnacscore o'glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion em}oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane |region
P51949 MAT1_MOUSE |Mus CDK- 38.223321 NaN T51;S279 40997131  MDDQGCPRCKTTKYRNPSLKLMVN (True False False [4.707 0.895 False False False False
musculus [activating VCGHTLCESCVDLLFVRGAGNCPEC

kinase GTPLRKSNFRVQLFEDPTVDKEVEIR

assembly KKVLKIYNKREEDFPSLREYNDFLEE

factor VEEIVFNLTNNVDLENTKKKMEIYQ

MAT1 KENKDVIQKNKLKLTREQEELEEAL

EVERQEHEQRRLFIQKEEELQQALK
RKNKQAFLDELESSDLPVALLLAQH

KDRSTQLEMQLEKPRSMKPVTFSTG
IKMGQQISLAPIQKLEEALYEYQPLQI
ETCGPQVPEQELLGRLGYLNHVRAA
SPQDLAGGYTSSLACHRALQDAFSG

LFWQPR




