UniprotKB Entry name organism full name oglcnacscore O?ICnaC p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
P52270 TPIS_TRYCR [Trypanosoma (Triosephosphate |19.946178 NaN NaN 30984116 |MASKPQPIAAANWKCNGSESLLVPL |[None None None |None None None None None None
cruzi isomerase, IETLNAATFDHDVQCVVAPTFLHIPM
glycosomal TKARLTNPKFQIAAQNAITRSGAFTG

EVSLQILKDYGISWVVLGHSERRLYY
GETNEIVAEKVAQACAAGFHVIVCV
GETNEEREAGRTAAVVLTQLAAVAQ
KLSKEAWSRVVIAYEPVWAIGTGKVA
TPQQAQEVHELLRRWVRSKLGTDIA
IAQLRILYGGSVTAKNARTLYQMRDI

NGFLVGGASLKPEFVEIIEATK




