UniprotKB Entry name |organism full loglcnacscore g lcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.loplasmlc golgi plasma eth:ace
ID name sites sites reticulum |apparatus membrane region
P52292 IMA1_HUMAN [Homo Importin (15.361633 T145 S$62;5490 23301498;37217939;33214551;164 |MSTNENANTPAARLHRFKNKGKDS (True False 4.816 [4.76 2.356 3.711 3.664 2.081 1.727
sapiens subunit 08927;22121020;40596516;386659 |[TEMRRRRIEVNVELRKAKKDDQML
alpha-1 16;34725712;32119511;40914422;3 [KRRNVSSFPDDATSPLQENRNNQG

6580660;35083852;34019948;3513
8101;28510447;38253038

TVNWSVDDIVKGINSSNVENQLQAT
QAARKLLSREKQPPIDNIIRAGLIPKF
VSFLGRTDCSPIQFESAWALTNIASG
TSEQTKAVVDGGAIPAFISLLASPHA
HISEQAVWALGNIAGDGSVFRDLVIK
YGAVDPLLALLAVPDMSSLACGYLR
NLTWTLSNLCRNKNPAPPIDAVEQI
LPTLVRLLHHDDPEVLADTCWAISYL
TDGPNERIGMVVKTGVVPQLVKLLG
ASELPIVTPALRAIGNIVTGTDEQTQV
VIDAGALAVFPSLLTNPKTNIQKEAT
WTMSNITAGRQDQIQQVVNHGLVP
FLVSVLSKADFKTQKEAVWAVTNYT
SGGTVEQIVYLVHCGIIEPLMNLLTA
KDTKIILVILDAISNIFQAAEKLGETE
KLSIMIEECGGLDKIEALQNHENES
VYKASLSLIEKYFSVEEEEDQNVVPE

TTSEGYTFQVQDGAPGTFNF




