
UniprotKB
ID

Entry
name organism full

name oglcnacscore oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P52303 AP1B1_RAT Rattus
norvegicus

AP-1
complex
subunit
beta-1

23.439218 NaN NaN 38843836 MTDSKYFTTTKKGEIFELKAELNSD
KKEKKKEAVKKVIASMTVGKDVSAL
FPDVVNCMQTDNLELKKLVYLYLM
NYAKSQPDMAIMAVNTFVKDCEDP
NPLIRALAVRTMGCIRVDKITEYLCE
PLRKCLKDEDPYVRKTAAVCVAKLH
DINAQLVEDQGFLDTLKDLISDSNP
MVVANRVAALSEIAESHPSSNLLDL
KAQSINKLLTALNECTEWAQIFILDC
LGNYMPKDDREAQSICERVTPRLSH
ANSAVVLSAVKVLMKFMEMLSKDL
DYYATLLKKLAPPLVTLLSAEPEPQY
VPLRNINLIVQKRPEILKHEMKVFFV
KYNDPIYVKLEKLDIMIRLASQANIA
QVLAELKEYATEVDVDFVRKAVRAIG
RCAIKVEQSAERCVSTLLDLIQTKVN
YVVQEAIVVIKDIFRKYPNKYESVIAT
LCENLDSLDEPEARAAMIWIVGEYA
ERIDNADELLESFLDGFHDESTQVQ
LQLLTAIVKLFLKKPTETQELVQQVL
SLATQDSDNPDLRDRGYIYWRLLST
DPVAAKEVVLAEKPLISEETDLIEPTL
LDELICYIGTLASVYHKPPNAFVEGG
RGVVHKSLPPRTASSESTESPEAAPA
GAPASDQPDVIPAQGDLLGDLLNLD
LGPPVSGPPLAASSVQMGAVDLLGG
GLDSLMGDEPEGIGDSNFGAPPASV
AAAAPARLGAPVSSGLSDLFDLTSGV
GTLSGSYVAPKAVWLPAMKAKGLEI
SGTFTRQVGSISMDLQLTNKALQVM
TDFAIQFNRNSFGLAPAAPLQVHAP
LSPNQTVEISLPLNTVGSVMKMEPL
NNLQVAVKNNIDVFYFSTLYPLHVL
FVEDGKMDRQMFLATWKDIPNENE
AQFQIRDCPLNTEAASSKLQSSNIFT
VAKRTVEGQDMLYQSLKLTNGIWVL
AELRIQPGNPSFTLSLKCRAPEVSQH
DIQAYETILKN

False True 3.685 1.643 0.792 False 5.0 1.908 0.526


