UniprotKB Entry name |organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol [nucleus mitochndrion em?oplasmlc golgi [plasma extl:acellular
ID sites sites reticulum apparatus membrane region
P52592 S1PR2 MOUSE Mus Sphingosine [24.992371 S122 NaN 36852467 MGGLYSEYLNPEKVLEHYNYTKETL |False True 2.163 [2.475 [2.133 2.099 1.527 5.0 2.52
musculus |1- DMQETTSRKVASAFIIILCCAIVVENL
phosphate LVLIAVARNSKFHSAMYLFLGNLAA
receptor 2 SDLLAGVAFVANTLLSGHVTLSLTPV

QWFAREGSAFITLSASVFSLLAIAIER
QVALAKVKLYGSDKSCRMLMLIGAS
WLISLILGGLPILGWNCLNQLEACST
IVLPLYAKHYVLCVVTIFSVILLAIVALY
IVRIYFVVRSSHADVAGPQTLALLKTV
TIVLGVFIICWLPAFSILLLDSTCPVR
IACPVLYKAHYFFAFATLNSLLNPVIY
TWRSRDLRREVLRPLQCWRRGKGV
TGRRGGNPGHRLLPLRSSSSLERGM
HMPTSPTFLEGNTVV




