UniprotKB Entry name organism full oglcnacscore °9 lcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em:loplasmlc golgi plasma extt"acellular
1D name sites sites reticulum apparatus membrane [region
P52738 ZN140 HUMAN [Homo Zinc [28.275761 NaN NaN 39894887 MSQGSVTFRDVAIDFSQEEWKWLQ [True False 1.594 [4.513 |False False 1.486 False False
sapiens [finger PAQRDLYRCVMLENYGHLVSLGLSI
protein SKPDVVSLLEQGKEPWLGKREVKRD
140 LFSVSESSGEIKDFSPKNVIYDDSSQ

YLIMERILSQGPVYSSFKGGWKCKD
HTEMLQENQGCIRKVTVSHQEALA
QHMNISTVERPYGCHECGKTFGRRF
SLVLHQRTHTGEKPYACKECGKTFS
QISNLVKHQMIHTGKKPHECKDCN
KTFSYLSFLIEHQRTHTGEKPYECTE
CGKAFSRASNLTRHQRIHIGKKQYIC
RKCGKAFSSGSELIRHQITHTGEKPY
ECIECGKAFRRFSHLTRHQSIHTTKT
PYECNECRKAFRCHSFLIKHQRIHA
GEKLYECDECGKVFTWHASLIQHTK
SHTGEKPYACAECDKAFSRSFSLILH
QRTHTGEKPYVCKVCNKSFSWSSNL
AKHQRTHTLDNPYEYENSFNYHSFL
TEHQ




