UniprotKB Entry name |organism full oglcnacscore o_glcnac p.h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus mitochndrion em!oplasmlc golgi [plasma extl_'acellular
ID name sites sites reticulum apparatus membrane region
P52919 NBP1 YEAST |Saccharomyces NAP1- (24.475439 NaN S251;S260 33229814 MLKSVQGLWKDFFGIRDDGRKREY [None None None [None None None None None None
cerevisiae binding GSLDEVRKRSALRSRRKQMRPTGKS
protein IVLKRPRKVTDRKTEEKIRTNRRKTPK

RRLTKIFQTIRDVFSNDNENMSKMQ
NVCGDMTRILKKRSQGRPSYMDTDT
AKSRILRSDAFKRKISELKYNKQRISE
LRSGSSDGSSGKDRNQSLYLDREILL
QRQIKKRDEKIKALESKLQSLQEALN
I[YSNEKYRILEDLLDSSNIHPSYTKSR
RTMSNLARENDEIKPLKIDLSPSPIR
RTNSLFTSSPMKTYNRDGNIPEMQP
LQENISPACPTPPYRSRETEKEDETL
SPISVDFSSYLS




