UniprotKB Entry name |organism full oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma eth:ac‘
ID name sites sites reticulum |apparatus membrane region
P53004 BIEA_HUMAN Homo Biliverdin [18.888059 NaN 'T174;S178;S230 (34725712;38665916;34229054;233 [MNAEPERKFGVVVVGVGRAGSVRM ([True False 5.0 1.266 |0.562 False False False 4.0
sapiens [reductase 01498;28510447;39894887 RDLRNPHPSSAFLNLIGFVSRRELGS
A

IDGVQQISLEDALSSQEVEVAYICSES
SSHEDYIRQFLNAGKHVLVEYPMTL
SLAAAQELWELAEQKGKVLHEEHV
ELLMEEFAFLKKEVVGKDLLKGSLL
FTAGPLEEERFGFPAFSGISRLTWLV
SLFGELSLVSATLEERKEDQYMKMT
\VCLETEKKSPLSWIEEKGPGLKRNR
YLSFHFKSGSLENVPNVGVNKNIFL
KDQNIFVQKLLGQFSEKELAAEKKRI
LHCLGLAEEIQKYCCSRK




