}Jl;l iprotKB Entry name |organism full loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi plasma extr_al
name sites sites reticulum |apparatus membrane regio
P53026 RL10A_MOUSE [Mus Large 44.0109 NaN T11 22645316;24788674;37453647;215 |MSSKVSRDTLYEAVREVLHGNQRK ([True False 4.636 [2.805 |4.321 1.32 0.905 1.243 1.238
musculus |ribosomal 40332;36288343;39627609 RRKFLETVELQISLKNYDPQKDKRFS
subunit GTVRLKSTPRPKFSVCVLGDQQHCD
protein ERKAVDIPHMDIEALKKLNKNKKLV
uLl KKLAKKYDAFLASESLIKQIPRILGPG

LNKAGKFPSLLTHNENMVAKVDEV
KSTIKFQMKKVLCLAVAVGHVKMTD
DELVYNIHLAVNFLVSLLKKNWQNV
RALYIKSTMGKPQRLY




